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Education:
1985 B.S., Seoul National University
1987 M.S., KAIST
1997 Ph.D., University of Iowa

Representative Careers:
1997 – 1998 Director of Bioinformatics, Biotechnology Center, The University of Illinois at 

Urbana-Champaign, Champaign, IL, USA

1998 – 2001 Senior Computer Scientist, DuPont Central Research and Development, DE, USA

2001 – 2011 Assistant Professor/Associate Professor/Chair of Faculty Division C, School of 
Informatics and Computing, Indiana University, Bloomington, IN, USA

2009 – 2011 Chair of Faculty Division C, School of Informatics and Computing, Indiana 
University, Bloomington, IN, USA

2011 – Present Professor, Department of Computer Science and Engineering, Seoul National 
University, Seoul, Korea

2011 – Present Director, Bioinformatics Institute, Seoul National University
2013- Present Editor, Methods journal

2017-Present   Associate Editor-in-Chief, ACM/IEEE Transactions on Computational Biology and 
Bioinformatics

Specialty & Present Interest:

Bioinformatics, Machine Learning, Computer Algorithms
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